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New multiplex PCR method for the detection of the Clostridium difﬁcile toxin A (tcdA) and toxin B (tcdB) and the binary toxin
(cdtA/cdtB) genes applied to a Danish strain collection. S. Persson, M. Torpdahl and K. E. P. Olsen. 2008; 14: 1057–1064
In the above article, Table 2 should have been published as:
Dissemination of multidrug-resistant, class 1 integron-carrying Acinetobacter baumannii isolates in Taiwan. L.-Y. Huang, T.-L. Chen,
P.-L. Lu, C.-A. Tsai, W.-L. Cho, F.-Y. Chang, C.-P. Fung and L. K. Siu. 2008; 14: 1010–1019
In the above article, the ﬁrst author, L.-Y. Huang’s afﬁliation should have been published as:
Graduate Institute of Medical Sciences, National Defence Medical Centre, Taipei, Taiwan.
Nasal Carriage of Staphylococcus aureus, including community-associated methicillin-resistant strains, in Queensland adults.
W.J. Munckhof, G.R. Nimmo, J.M. Schooneveldt, S. Schlebusch, A.J. Stephens, G. Williams, F. Huygens and P. Giffard. 2009; 15:
149–155
In the above article, there was a typographical error in Table 3. The second line of data in the second column labelled
"Correlation" should have been published as "CC15" and not "CC5".
TABLE 2. Genetic proﬁle of the 159 clinical strains of the present study.
No. of strains found tcdA/tcdB cdtA/cdtB tcdA deletion(ca. bp) tcdC deletion (bp) tcdC stop codon at 184 bp PCR ribotype* Toxinotype
1 +/+ +/+ ) ) ) 019 IX
2 +/+ +/+ ) 39 + dk3 V
1 +/+ +/+ ) 39 + dk3 V
1 +/+ +/+ ) 39 + dk3 ND
4 +/+ +/+ ) 54 + 023 IV
1 +/+ +/+ ) 39 + dk 11 V
1 +/+ +/+ ) 39 + dk1 ND
3 +/+ +/+ 700 39 + NA NA
1 +/+ +/+ 700 39 + dk10 ND
7 +/+ +/+ 700 39 + dk2 ND
1 +/+ +/+ 700 39 + dk2 VI
4 +/+ +/+ 700 39 + dk2 ND
2 +/+ +/+ 700 39 + dk2 ND
2 +/+ +/+ 700 39 + dk2 ND
1 +/+ +/+ 700 39 + dk2 ND
2 +/+ +/+ 700 39 + dk2 ND
2 +/+ +/+ 700 39 + dk2 VI
1 +/) +/+ 700 39 + dk12 XIa
2 +/+ )/) ) 39 ) ND ND
1 +/+ )/) ) 18 ) ND ND
95 +/+ )/) ) ) ) ND ND
24 )/) )/) ) ) ) ND ND
total 159
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